. TACC3 expression in CGGA and TCGA RNA sequencing data. (A,B) TACC3 was upregulated along with WHO grade significantly (one-way ANOVA, p < 0.0001, respectively). Figure S2 . TACC3 associated-genes in GSE16011 datasets. WHO grade, mortality, IDH mutation frequency and overall survival were differently presented in pace with TACC3 expression.
. TACC3 expression in CGGA and TCGA RNA sequencing data. (A,B) TACC3 was upregulated along with WHO grade significantly (one-way ANOVA, p < 0.0001, respectively). Figure S2 . TACC3 associated-genes in GSE16011 datasets. WHO grade, mortality, IDH mutation frequency and overall survival were differently presented in pace with TACC3 expression. miR-30d-3p, miR-30e-3p, miR-488-3p, miR-1224-5p, miR-1270, miR-1302, miR-491-5p, miR-885-3p and miR-940 were all significantly downregulated along with WHO grade (one-way ANOVA). miR-330-3p showed no difference. 
